2016 11 57 22 Journal of Traditional Chinese Medicine 2016 Vol.57 No.22 * 1959

DOI: 10. 13288/j. 112166 /r. 2016.22.017

( / 79
110847)
0 30 SD
N N 10 .
10ml/( kg + d) \ . 30
(TC) . (TG) . ( LDLC) . ( HDL-
C) HE 0 PCR array
Realtime PCR Atgl2-Atgd LC3-PE mR-
NA o ;
o TC. LDL-C + HDLC (P<0.01);
TC. LDL-C. HDL-C (P<0.05 P<0.01), PCR ar-
ray 10
Atgl6ll. Atg3. Atgde. AtgS mRNA (P<0.05 P<0.01);
Atgl6ll. Atg3. Atgde mRNA (P<0.05) .

Atgl6ll. Atg3. Atgde. Atg5 mRNA

AY ° 1
1.1
° SPF SD 30 6
(200 £10) ¢
) SYXK () 2013-0009,
’ SPF
\ ° (22 +£1)C (50 £5) %
7 o
( LR2015041) ; 1.2 .
(2014225004) ; (2015020394) ;
2015 20 g+ 15 g«
(201510162000000) 15 g~ 15¢. 15¢g. 10g.

* 1jlq 8@ 163. com (024) 31207358 10g. 10g. 10g



* 1960 - 2016 11 57

22 Journal of Traditional Chinese Medicine 2016 Vol.57 No. 22

o 30 min
20 min 3
Iml 1.2¢g
4°C ° 73.3%
1.5% 8% 6% 6%
1% 0.2% 0.4%
(TC) . (TG) .
(LDLC) . ( HDLC)
( : 0113011 )
HE ( C0105
); 0 ( G1260 Sigma
) ; Trizol ( D9108A TaKaRa
) ( : TI0110801
) ( DEPC
: 57F001100
) ( HG/T28922010
) Qiagen RT® First Strand kit
( © 330401) . Qiagen RT* SYBR Green ROX
qPCRkit ( 330522) . Qiagen Rat Autophagy
PCR Array ( PARN-08047)
Qiagen - BX51-WIF (

); 7500 Real-Time PCR  ( Applied
Biosystems ); Veriti 96 ( Ap-
plied Biosystems ); TBAH20FR

( ) ; Nano2000
( ) o
1.3 N
30 SD
N N 10 &
4-s 60 )
10ml/( kg * d) 1 . .
( PBS) . 30 .
1.4
12h 10%
2. 5ml/kg 5 ~10ml
1 ~2h 3000 r/min 30 min
4°C o 6
4% o
1.5
1.5.1

TC. TG. LDL-C. HDL-C o

1.5.2 4%
24 h - ( HE)
o 70% ~100% N
. . ( 5 um) .
N + 70% ~ 100%
N v 70% N
70% ~100% N
1.5.3 o0
(6m) 50%
0 8min 50%

o o

1.5.4 PCR array

mRNA 3
o 100 mg 1 ml Trizol
1.5ml 0.2ml
4°C 13500 r/min 5 min
RNA 4°C 13500 r/min
10 min -20C 75% 4°C
13500 r/min 5 min DEPC
o 260 nm
280nm OD RNA o
0.5 pg RNA RT-PCR PCR array
. SACt
http: //perdataanalysis. sabiosciences. com/per/
arrayanalysis ~ PCR o
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Impact of Huayu Qutan Decoction ( ) on Related Genes of Hepatic Autophagy Bodies Forming Sig—
nal Pathways of Hyperlipemia Rats

ZHANG Ni JIA Lianqun YANG Guanlin SONG Nan WANG Zhidan MA Yixin WANG Junyan CAO
Yuan

( Chinese Medicine Theory of Visceral Manifestations and Application Key Laboratory of Education Ministry Liaoning University of
Chinese Medicine/Chinese Medicine Translational Medicine Research Center of Liaoning Shenyang 110847)
ABSTRACT Objective To explore the possible mechanism of Huayu Qutan Decoction (

perlipemia. Methods Thirty rattus norregicus ( SD) rats were randomized into the blank control group the hyper—

) treating hy—

lipemia group and the Huayu Qutan group 10 rats in each group. After hyperlipemia models were established by
feeding high fat diet the Huayu Qutan group was given Huayu Qutan Decoction solution 10 ml/( kg * d) . The blank
control group and the hyperlipemia group were given equivoluminal phosphate buffered saline by gavage. After 30
days rats” serum total cholesterol ( TC) triglyceride ( TG) low density lipoprotein cholesterol ( LDL-C) and high
density lipoprotein cholesterol ( HDL-C) were detected. Liver morphological changes and hepatic lipid deposition were
examined by hematoxylin and eosin ( HE) stain and oil red O stain. Related differential genes of rats” hepatic autoph—
agy bodies forming signal pathways were screened by polymerase chain reaction ( PCR) array. Realtime PCR was ap—
plied to detect the relating genes expressions in ubiquitindike combination pathways containing Atgl2-Atg5 pathway
and LC3-PE pathway. Results There was lipid deposition in liver cells of hyperlipemia rats. Fat vacuole could be
found in endochylema. Rats” liver lipid droplet was reduced in the Huayu Qutan group. Compared with the blank con—
trol group the levels of serum TC and LDL-C in the hyperlipemia group increased significantly while the level of
HDL-C decreased ( P <0.01) . Compared with the hyperlipemia group the levels of serum TC LDL-C and HDL-C
in the Huayu Qutan group were all improved ( P <0.05 or P <0.01) . PCR array showed that 10 genes in the genes
which participated in the formation of autophagy bodies changed differently by comparison among the three groups.
Compared with the blank control group the expression levels of Atgl6l1. Atg3. Atgde. Atgd gene mRNA in the hy-
perlipemia group decreased ( P <0.05 or P <0.01) . Compared with the hyperlipemia group the expression levels of
Atgl6ll. Atg3. Atgdc gene mRNA in the Huayu Qutan group increased ( P <0.05). Conclusion Huayu Qutan
Decoction might improve hyperlipemia rats” liver lipid damage by regulating hyperlipemia rats” mRNA expressions of
Atgl6ll  Atg3  Atgde and Atgd which were related genes of hepatic autophagy bodies forming signal pathways.
Keywords hyperlipemia; Huayu Qutan Decoction; autophagy body; signal pathway; gene
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